Supplementary Materials and Methods
Flow cytometry
Cells were treated with DMSO or indicated doses of WJ for 24 hours, adherent and floating cells were collected and washed with PBS. Cells were suspended thoroughly using 100 μL Fixation/Permeabilization buffer purchased from eBioscience. Then, cells were suspended with 100μL staining buffer containing rabbit IgG isotype control (Alexa Fluor ® 488 Conjugate) or c-Cbl rabbit antibody (Alexa Fluor ® 488 Conjugate) and then incubated at room temperature for 30 mins in dark. In continuous, cells were subjected to BD FACS Calibur cytometer with CellQuest software.
Real-time Polymerase Chain Reaction (Q-PCR)
Total RNA was isolated using Trizol reagent. Reverse transcription reaction was performed by 2 µg of total RNA, which was reverse transcribed into cDNA using oligo-dT. Real time PCR was performed with cDNA samples using the ABI Prism 7900 Sequence Detection System (Applied Biosystems). Primers were as follows:
EGFR (forward primer, 5'-TTCCTCCCAGTGCCTGAAT-3'; reverse primer, 5'-GGTTCAGAGGCTGATTGTGAT-3'); c-Met (forward primer, 5'-CAGATGTG TGGTCCTTTG-3'; reverse primer, 5'-ATTCGGGTTGTAGGAGT CT-3'); c-Cbl (forward primer, 5'-GTCAAGTCGTGGTGGCACC-3'; reverse primer, 5'-CCTG GCTACATGGCTTTTTTG-3'); GAPDH (forward primer, 5'-AGCCACATCG CTCAGACAC-3'; reverse primer, 5'-GCCCAATACGACCAAATCC-3'). The data were normalized by GAPDH. Figure S1 A C D were treated with 5 μM WJ, 5 μM SAHA or 1 μM TSA for 24 hours. Total cell lysates were prepared and western blot was performed using indicated antibiodies. D, WJ decreased the mRNA level of EGFR. A549 cells were treated with 5 μM actinomycin D (AD) or 5 μM WJ for 24 hours, then mRNA was harvested and Q-PCR was performed. The levels of EGFR mRNA were normalized to level of GAPDH mRNA. 
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